100

95

Bacteria-Gallibacterium

Bacteria.Proteobacteria-Neisseria

90

Bacteria.Proteobacteria-Neisseria_lactamica
97

Bacteria.Proteobacteria-Haemophilus_parainfluenzae

Target-Picochlorum_DOE101_03156

100

100

Target-Picochlorum_oculata_12.g56.t1

Bacteria.Proteobacteria-Cardiobacterium_valvarum_F0432.G1.365921233

Bacteria.Proteobacteria-Gallionella_capsiferriformans_ES-2.Gl.302878445

Bacteria.Proteobacteria-Pseudoxanthomonas_spadix_BD-a59.Gl.357417299

0.4

Figure 1. Picochlorum_oculata_12.g56.t1
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Bacteria.Firmicutes-Eubacterium_limosum_KIST612.G1.310829035
oo Bacteria.Proteobacteria-Eikenella.G1.225023241
Bacteria.Proteobacteria-Klebsiella_pneumoniae_subsp._pneum.Gl.152972741
Bacteria.Synergistetes-Thermovirga.G1.357419061
Bacteria.Synergistetes-Anaerobaculum_hydrogeniformans_ATCC_BAA-185.Gl.289523705
Bacteria.Synergistetes-Dethiosulfovibrio.G1.288574480
Bacteria.Firmicutes-Thermincola_potens_JR.Gl.296132160
Bacteria.Actinobacteria-Coriobacterium_glomerans_PW2.G1.328955087
Archaea.Crenarchaeota-Ignisphaera.Gl.305662752
Opisthokonta.Fungi-Schizosaccharomyces_pombe_972h-.G1.19114563
Bacteria.Firmicutes-Lentibacillus_sp._Grbi.G1.381209470
Mo — Opisthokonta.Fungi-Schizophyllum_commune_H4-8.G1.302691994
—— Opisthokonta.Fungi-Schizophyllum_commune_H4-8.G1.302696107
Plantae.Glaucophyte-Cyanophora_paradoxa8789.gene0.2
Chromalveolata.Alveolata-Chromera_velia.Cvel1915
Plantae.Rhodophyta-Rhodosorus_marinus. MMETSP0011_2.10260_1
Plantae.Rhodophyta-Galdieria_sulphuraria.stig_62.Gs57960.1
Plantae.Rhodophyta-Galdieria_sulphuraria.stig_1.Gs03180.1
Plantae.Rhodophyta-Galdieria_sulphuraria.stig_62.Gs57980.1
Chromalveolata.Dinoflagellate-Scrippsiella_trochoidea.CCMP3099.397474
Chromalveolata.Haptophyta-Scyphosphaera_apsteinii.RCC1455.108188
Chromalveolata.Cryptophyta-Rhodomonas_abbreviata.CaronLablsolate.33011
Chromalveolata.Cryptophyta-Proteomonas_sulcata.CCMP704.8664
Chromalveolata.Rhizaria-Lotharella_oceanica_CCMP622.31019

100 Chromalveolata.Rhizaria-Elphidium_margaritaceum.MMETSP1385.16510
% Chromalveolata.Rhizaria-Reticulomyxa_filosa.gi_569402577

100
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Figure 10. Picochlorum_SE3_000007F_consensus.g842.t1



Bacteria.Firmicutes-Lactobacillus_rhamnosus_GG.G1.258508028
Bacteria.Fusobacteria-Leptotrichia_hofstadii_F0254.G1.260889720
Bacteria. Bac(ermdetesChlorohn—Sphmgobanenum splrmvorum_ G1.300772947
Bacteria.BacteroidetesChlorobi-Chryseobacterium.G1.300779161
Bac(ena ac(erolde(eschlorob|—Capnocymphaga Gl.332881162

i IeldylMLOOQSSa

| ephyrocapsa_oceanica.RCC1303.3320

‘— Chromalveolala Haptophyta-! Ch sochromulina_brevifilum.UTEX_LB_985.7404
Bacteria.Tenericutes-Mesoplasma_f ﬂorum L1.GL.50365057
Bacteria.Fusobacteria-Sebaldella.Gl.269121083
Bacteria.BacteroidetesChlorobi-Cyclobacterium.Gl.343083578
Bacteria.BacteroidetesChlorobi-Fulvivirga_imtechensis_AK7.G1.441498714
—E Bacteria.FibrobacteresAcidobacteria-Acidobacterium_capsulatum_A.Gl.225873525
Bacteria. Proteobactena—Teredinlbacter _turnerae T7901 G1.254785361

ium_t .CCMP1771.19292

Chromalveola(a Dmoﬂagellate Noctiluca_t scintillan.61638

Chromalveolata.| Dmoﬂagella(e -Noctiluca_scintillan.41397

Chr Karlodinium_micrum_CCMP2283.131485
Ci f" Karlodinium_micrum_CCMP2283.127842

Bacteria.Proteobacteria-Oceanicaulis_sp._HTCC2633.G1.83859338
Bacteria.Proteobacteria-Oceanicaulis_sp._HTCC2633.G1.83859339

Bacteria. Actinobacteria-Turicella.Gl.395237946
Bacteria.Actinobacteria-Corynebacterium.Gl. 19551404
Bacteria.Actinobacteria-Intrasporangium.Gl.317124116
Bacteria.Actinobacteria-Mobilicoccus.G1.377574785
Bacteria.Actinobacteria-Citricoccus_sp._CH26A.G1.378549456
Bacteria.Actinobacteria-Kocuria, palusms PEL.G1.452910564
Bacteria.Actinobacteria-Microlunatus_phosphovorus_NM-1.Gl.336116470
Bacteria.Actinobacteria-Leucobacter.GI.385651460
Bacteria.Actinobacteria-Nakamurella.Gl.258650383
Bacteria.Actinobacteria-Kribbella.G1.284029182
Bacteria.Actinobacteria-Pseudonocardia_dioxanivorans_ CB1190.G1.331695949
Bacteria.Actinobacteria-Amycolicicoccus_subflavus_DQS3-9A1.G1.333921823
“ Bacteria.Actinobacteria-Rhodococcus.Gl.432337401
Bacteria.Actinobacteria-actinobacterium_SCGC_AAA027-L06.G1.403251084
Bacteria.Planctomycetes-Singulisphaera.Gl.430746071

Bacteria.Actinobacteria-Arcanobacterium.Gl.29757106
Bacteria.Actinobacteria-Actinobaculum_massiliae_ACS- 171 -V-Col2.G1.427390359
5300033

2 Bacteria. ter ,_salmonicida_subsp._salmo.Gl.14
9 5y Bacteria.Proteobacteria-marine_gamma_| proteobacterium_HTCC2.G.119503743
Bacteria.Proteobacteria-Alteromonas_sp._SN2.G1.333895356
Bacteria.BacteroidetesChlorobi-Pedobacter_sp._| BAL39 GI 149279022
P 5 Bacteria.Planctomycetes-Rhodopirellula.G1.324756
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ter _10-D-4.G1.407793108

Bacteria.Pr
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Bacteria.Proteobacteria-Collimonas_fungivorans_Ter331.G1.340788837

Bacteria.Proteobacteria-Massilia.G1.427399846

Bacts Proteobacteria-Janthinobacterium_sp._HH01.G1.445494120

Bacte roteobacteria-Massilia.G.427399845

» Bacteria.Proteobacteria-Janthinobacterium_sp._HH01.G1.445494121
Bacteria.Proteobacteria-Janthinobacterium_sp._HH01.Gl.445494122

Bacteria.Actinobacteria-Segniliparus_rugosus_ATCC_BAA-974.Gl.317506357

Archaea.Euryarchaeota-Ferroplasma_acidarmanus_fer1.Gl.257075537

Archaea.Euryarchaeota-Ferroplasma_acidarmanus_fer1.Gl.257077282

Archa.ea.Euryarchaeora—PicrophiIus.GIAsWB 126
Bacteria.ChlamydiaeVerrucomicrobia-Pedosphaera_parvula_Elin5.G.223939919

Bacteria.ChlamydiaeVerrucomicrobia-Opitutus_terrae_PB90-1.G1.182413628
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Plantae. Rhodophyta ~Calliarthron_tuberculosum.ORF_. 1173
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LP\amae .Viridiplantae-| -Micromonas_ _pusilla_CCMP1545. Cl.303276669
Plantae.Viridiplantae-Micromonas_pusilla_RCC299.jgiMicpuN3.81133

Chromalveolata.Stramenopiles-Thalassiosira_pseudonana_t gg'l\dzp .Gl.224014228

romalveolata.Cryptophyta-Guillardia_theta.jgiGuithl.'
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Chromalveolata.Haptophyta-Chrysochromulina_ericina.CCMP281.15762
Chromalveolata.Haptophyta-Isochrysis_galbana.CCMP1323.2424
Chromalveolata.| Hap(ophyla Phaeocystis_; an(aralca Caron Lab.10290

.RCC1523.19965
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‘- Bacteria. Chlamyd|aeVerrucom|crob|a -Opitutus_terrae. PBQO l GI 182416419
ina_a
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_:C Archaea Euryarchaeola—Me(hanoregula formlclcum SMSP Gl 432331432
Archaea.Euryarchaeota- Me!hanosphaevula palustris_E1-9¢.G1.219852068
————— Bacteria.Cl micre ‘Waddlia_chondrophila_WSU_86-1044.GI.297620947
Bacteria.BacteroidetesChlorobi- Mellorlbac(er ros7egs P3M.GL.397689915

4
‘@ Bacteria.BacteroidetesChlorobi-Solitalea.Gl.387
—— Bacteria.BacteroidetesChlorobi-Solitalea.Gl. 387790557
Bacteria.BacteroidetesChlorobi-Owenweeksia.G1.375013352
1 oharget-Picochlorum_oklahomensis.contig_401.g2741.t1
Target Picochlorum_SE3_000010F_consensus.g1440.t1
Bac(ena Bac(erolde(esChIorobl—Dyadobacter G1.255038077
° Bacteria.Bacteroi hlorobi-Chiti Gl.256419216
brobacteresAcidobacteria-Candidatus_Solibacter_usitatu.G1.116623811
brobacteresAcidobacteria-Acidobacterium_capsulatum_A.Gl.225873882
Bacteria.FibrobacteresAcidobacteria-Acidobacterium_capsulatum_A.Gl.225874504
Bacteria.FibrobacteresAcidobacteria-Granulicella_mallensis_MPSA.GI.374313436
Bacteria. FibrobacteresAcidobacteria-Terriglobus.G1.390959549

Bacteria.FibrobacteresAcidobacteria-Candidatus_Solibacter_usitatu.Gl.116620654
Bacteria.FibrobacteresAcidobacteria-Candidatus_Solibacter_usitatu.Gl.116620937
Bacteria.FibrobacteresAcidobacteria-Candidatus_Koribacter_.G1.94967040
Ba(tena FibrobacteresAcidobacteria—f Candlda(us Koribacter_.G1.94971541
Pythium_ ultimum.G006775
075 Ci i castellann g|470391572
T Plantae 29.Gs360
Plantae. Glaucopﬁyte—cloeochaete wmocklana G46.84. MMETSP0308 181973_1
ntae Pyropia_\ rm%1873 g7774
p.CCMP768.3512
phy ‘.ulllardla thetajglGulthl 102301
mesosngn’&aéma .CCMP1168.7860

monas_sp.CCMP768.7

Chr
_sulcata.CCMP704.10244
,_viresens.PCC157.59351

_sulcata.CCMP704.4048
_sp.CCMP768.1399
_sulcata.CCMP704.106447
"haeo(ystls antarctica.Caron_Lab.1698
100 Chr lata.Hap! a-Pt ystis_antarctica.Caron_| Lab 33871
Chromalveolata. Haplophyla Phaeocystis_antarctica.Caron_Lab.17905
Fungi-Coprinopsis_cinerea_okayama7130.Gl.299753641
— Op|s!hokon!a Melazoa—Brugla malayi.Gl.170576874
tazoa-loa_loa.Gl.312104259
Met: -Acropora_digitifera.adi_v1.12903
itifera.adi_v1.10694
_vectensis.Gl.156366998
Metazoa-| _floridae.G1.260791078
Opisthokonta.Metazoa-Loa_l0a.G1.312095592
"Qpls(ho onta.Metazoa-Lottia_gigantea.jgiLotgil_11360

Opistt hokonta Metazoa-Lottia_gigantea.jgiLotgil _ 176672
_natans_43625_e_gwl.82.26.1
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Figure 11. Picochlorum_SE3_000010F_consensus.g1440.t1
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Chromalveolata.Stramenopiles-Ectocarpus_siliculosus.Gl.298711102
Bacteria.Actinobacteria-Microbacterium_testaceum_StLB037.Gl.323358815
[Target Picochlorum_SE3_000009F_consensus.g1256.t1
I-Target Picochlorum_oklahomensis_000008F.g1592.t1
100 Target—PlcochIorum DOE101_02958
100 Target-PlcochIorum oculata_60.g818.t1
a7 Target-Picochlorum_NBRC102739_275.g2140.t1
‘ll'])axn)rget-Picochlorum_oklahomensis_000009F.gl529.(1
Target-Picochlorum_SE3_000010F_consensus.g1583.tl
l‘goarget-Picochlorum_NBRC102739_324.92 134.11
100 Target-Picochlorum_NBRC102739_167.91577.t1
Target-Picochlorum_SE3_000003F_consensus.g283.t1
Target Picochlorum_oculata_150.g1176.t1
Target—PlcochIorum DOE101_03444
Bacteria.BacteroidetesChlorobi-Zobellia_galactanivorans.Gl.340620287

29 Bacteria.Proteobacteria-Stigmatella_aurantiaca_DW43-1.Gl.310818938
_| & [——m Bacteria.Proteobacteria-Simiduia.G1.410663708
Bacteria.Proteobacteria-Saccharophagus_degradans_2-40.G1.90022880

Bacteria.Actinobacteria-Microbacterium_testaceum_StLB037.Gl.323357324
Bacteria.Actinobacteria-Frankia_sp._CN3.Gl.358461038
Bacteria.Actinobacteria-Blastococcus_saxobsidens_DD2.G1.379733900

64 Bacteria.Actinobacteria-Sanguibacter.Gl.269796134

a5 —— Bacteria.Actinobacteria-Frankia_sp._CN3.Cl.358458778
Bacteria.Actinobacteria-Frankia_sp._CN3.G1.358456610
Bacteria.Actinobacteria-Catenulispora.Cl.256396247
Bacteria.Actinobacteria-Streptomyces.Gl.294816375
Bacteria.Actinobacteria-Kitasatospora_setae_KM-6054.G1.357392582
Bacteria.Actinobacteria-Nocardiopsis_alba_ATCC_BAA-2165.G1.403512107
Bacteria.Actinobacteria-Stackebrandtia.G1.291298288
Bacteria.Actinobacteria-Amycolatopsis_mediterranei_S699.G1.384149595
Bacteria.Actinobacteria-Saccharothrix.G1.433605607
Bacteria-Terrimonas_ferruginea

Bacteria.BacteriodetesChlorobi-Niastella_vici
Bacteria.BacteriodetesChlorobi-Pedobacter_psychrophilus
Bacteria.BacteriodetesChlorobi-Niabella_ginsenosidivorans
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Figure 12. Picochlorum_SE3_000010F_consensus.g1583.t1



Bacteria.ChlamydiaeVerrucomicrobia-Diplosphaera_colitermitum_TAV2.Gl.225155635

Bacteria.Planctomycetes-Isosphaera.G1.320103977
90 Chromalveolata.Haptophyta-Emiliania_huxleyi. EMIHUDRAFT_205290
100, Chromalveolata.Haptophyta-Phaeocystis_antarctica.Caron_Lab.20548
—1°% ° Chromalveolata.Haptophyta-Isochrysis_galbana.CCMP1323.124648

L m . Bacteria.! Cyanobacterla Microcystis_aeruginosa_NIES-843.Gl.166365170
Bacteria.Cyanobacteria-Lyngbya.Gl.119487543
Bacteria.Actinobacteria-Clavibacter_michiganensis_subsp._sepedo.G1.170783324
; Bacteria. Chloroflexi-Roseiflexus_sp._RS-1.Gl.148654309
® Bacteria.FibrobacteresAcidobacteria-Candidatus _Chloracidob.Gl.347756482
Bacteria.Chloroflexi-Sphaerobacter.Gl. 269838385
Bacteria.Chloroflexi-Nitrolancetus_hollandicus_Lb.G1.390566220
Bacteria.Actinobacteria-Tropheryma_whipplei_str._Twist.G1.28493738
Bacteria.Actinobacteria-Microbacterium_testaceum_StLB037.Gl.323358512
Bacteria.Actinobacteria-Leifsonia_xyli_subsp._xyli_str._CTCB07.Gl.50954042
Bacteria.Actinobacteria-Candidatus_Aquiluna_sp._IMCC13023.C1.383806785
Bacteria.Actinobacteria-Clavibacter_michiganensis_subsp._sepedo.Gl.170780698
Bacteria.Actinobacteria-Rothia_aeria_F0474.Gl.383810160
Bacteria.Actinobacteria-Arthrobacter_chlorophenolicus_A6.Gl.220913251
Bacteria.Actinobacteria-marine_actinobacterium_PHSC20C1.G1.88854936
Bacteria.Actinobacteria-Mobiluncus.Gl.306818317
Bacteria.Actinobacteria-Actinobaculum_massiliae_ACS-171-V-Col2.Gl.427391264
Bacteria.Cyanobacteria-Thermosynechococcus_elongatus_BP-1.G1.22299025
Bacteria.Proteobacteria-Shigella_sonnei_53C.Cl.383180438
Bacteria.Firmicutes-Acetivibrio_cellulolyticus_CD2.GC1.366163389
Bacteria.Planctomycetes-Singulisphaera.Gl.430746142
Bacteria.Cyanobacteria-Crocosphaera.Gl.416412469
Bacteria.Cyanobacteria-Crinalium.Gl.428306519
Bacteria.Cyanobacteria-Oscillatoria.Gl.428319729
Bacteria.Firmicutes-Caldicellulosiruptor.Gl.146297739
Bacteria.Chloroflexi-Roseiflexus_sp._RS-1.Gl.148654551
Bacteria.Chloroflexi-Oscillochloris_trichoides_DG-6.G1.309792788
Bacteria.Proteobacteria-Zymomonas_mobilis_subsp._mobilis_A.G1.384411241
Bacteria.Proteobacteria-Bartonella_vinsonii_subsp._arupens.Gl.423714151
Bacteria.Proteobacteria-Roseibium_sp._TrichSKD4.G1.307941627
Bacteria.Proteobacteria-Pelagibacterium_halotolerans_B2.Gl.357383593
Bacteria.Proteobacteria-Jannaschia_sp._CCS1.G1.89052883
acteria.Proteobacteria-Citreicella_sp._SE45.G1.260425326
acteria.Proteobacteria-Oceanicola_sp._S124.G1.372281446
5 Bacteria. Proteobacteria-Sphingopyxis_alaskensis_RB2256.Gl.103486455
® Bacteria.Proteobacteria-— -Sphingobium_yanoikuyae_XLDN2-5.G1.381199823
Bacteria.Proteobacteria-Roseomonas.Gl.296536588
Bacteria.Chloroflexi-Anaerolinea_thermophila_UNI-1.Gl.320161362
Bacteria.Chloroflexi-Herpetosiphon.G1.159899562
Bacteria.unclassified-Candidatus_Cloacamonas_acidaminovora.Gl.218960496
Bacteria.Firmicutes-Caldicellulosiruptor.Gl.146297740
Bacteria.Thermotogae-Kosmotoga_olearia_TBF_19.5.1.G1.239616524
Bacteria.Actinobacteria-Mobiluncus.Gl.306818165
Bacteria.Firmicutes-Lachnospiraceae_bacterium_3_1_S7FAA_CT1.Gl.336425786
Bacteria.Firmicutes-Helcococcus.G1.375092596
Bacteria.Synergistetes-Thermovirga.G.357419150
Bacteria.unclassified-Candidatus_Cloacamonas_acidaminovora.Gl.218961616
Bacteria.Cyanobacteria-Leptolyngbya.Gl.427418339
Bacteria.Proteobacteria-Cupriavidus_necator_N-1.Gl.339326601
Bacteria.Proteobacteria-Burkholderia_thailandensis_MSMB43.G1.424906321
-~ Bacteria.Proteobacteria-Massilia.G1.427400120
Bacteria.Proteobacteria-Herbaspirillum_frisingense_GSF30.G.415953487
Bacteria.Aquificae-Hydrogenobacter_thermophilus_TK-6.Gl.384128310
Bacteria.Chloroflexi-Anaerolinea_thermophila_UNI-1.Gl.320159894

Archaea.Crenarchaeota-Staphylothermus.G1.297526129
—,‘_wa Bacteria.Proteobacteria-Desulfobacter_postgatei_2ac9.G1.389579925
Bacteria.Spirochaetes-Leptonema.Gl.374587028

Bacteria.BacteroidetesChlorobi-Porphyromonas_gingivalis_TDC60.G1.334147361
Bacteria.Nitrospirae-Thermodesulfovibrio.Gl.206890953
Bacteria.unclassified-Candidatus_Cloacamonas_acidaminovora.Gl.218960490
Bacteria.unclassified-Caldithrix.G.373459111
Bacteria.Aquificae-Hydrogenivirga_sp._128-5-R1-1.Gl.163785231
Bacteria.Thermodesulfobacteria-Thermodesulfobacterium_geof.G1.337288703
Bacteria.BacteroidetesChlorobi--Bacteroidetes.G.268318070
[ Bacteria.Aquificae-Hydrogenobacter_thermophilus_TK-6.G1.384129043
Bacteria.Firmicutes-Pelotomaculum_thermopropionicum_SI.G1.147677091
Bacteria.Firmicutes-Subdoligranulum_sp._4_3_54A2FAA.C1.365132688
Bac(eria.Bacleroide(esChIorobi-PaIudibacler_propionicigenes_WB4.GI.3 13202777
Archaea.Thaumarchaeota-Cenarchaeum_symbiosum_A.Gl.118576552
JArchaea.Thaumarchaeota-Nitrosopumilus_maritimus_SCM1.G1.161528827
Archaea.Thaumarchaeota-Candidatus_Nitrosoarchaeum_limnia_BG20.GI.393796344
Archaea.Euryarchaeota-Methanotorris formlclcus _Mc-S-70. Gl.374636329
Archaea.Euryarchaeota-Methanoregula_formicicum_SMSP.GI.432332029
Archaea.Euryarchaeota-Methanolinea_tarda_NOBI-1.Gl.355571400
5~ Archaea.Euryarchaeota- -Methanolobus_psychrophilus_R15.G1.410670541
° Archaea. Euryarchaeota-Methanomethylovorans.Gl.435850540
Target-Picochlorum_SE3_000011F_consensus.g1198.t1
Archaea.Euryarchaeota-Methanosphaerula_palustris_E1-9¢.G1.219851568
Archaea.Euryarchaeota-Methanospirillum_hungatei_JF-1.CG1.88604170
Archaea.Euryarchaeota-Methanohalophilus.Gl.294495895
Archaea.Euryarchaeota-Methanoculleus_bourgensis_MS2.G1.397779554
Archaea.Euryarchaeota-Methanofollis.Gl.395644740
Bacteria.Planctomycetes-Phycisphaera.Gl.383768192
Bacteria.Planctomycetes-Gemmata.Gl.168703324
Bacteria.Planctomycetes-Isosphaera.Gl.320101941
Bacteria.Planctomycetes-Singulisphaera.Gl.430741197
Bacteria.Planctomycetes-Schlesneria.Gl.406836650
Bacteria.Planctomycetes-Rhodopirellula.Gl.32477674
Bacteria.Planctomycetes-Pirellula.G.283778311
Bacteria.Planctomycetes-Blastopirellula.Gl.87306976
[ Bacteria.Firmicutes-Pelosinus_fermentans_B3.G1.421062802
5 Bacteria.Chloroflexi-Nitrolancetus_hollandicus_Lb.GI1.390559745
s Bacteria.BacteroidetesChlorobi-Capnocytophaga.Gl.429753555
Bacteria.Nitrospirae-Thermodesulfovibrio.Gl.206889902
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Bacteria.Firmicutes-Ammonifex_degensii_KC4.G1.260893000
Bacteria.Firmicutes-Pelotomaculum_thermopropionicum_SI.G1.147677453

—C Bacteria.Proteobacteria-Lautropia.Gl.319944080
Bacteria.Firmicutes-Paenibacillus_mucilaginosus_KNP414.Gl.337751364
_[:Bacteria.Cyanobacteria-Thermosynechococcus_eIongatus_BP-1.GI.22297857
Bacteria.unclassified-Candidatus_Methylomirabilis_oxyfera.Gl.392374834

Bacteria.Proteobacteria-Acidiphilium_multivorum_AIU301.G1.326403488
Bacteria.Proteobacteria-Dichelobacter_nodosus_VCS1703A.Gl.146329820
Bacteria.Actinobacteria-Catenulispora.Gl.256397632
Bacteria.Actinobacteria-Kitasatospora_setae_KM-6054.Gl.357389391
Bacteria.Proteobacteria-Thiothrix.G1.386815929
Chromalveolata.Stramenopiles-Blastocystis_hominis.GscopeV1.GSBLHT00004487001
Bacteria.Proteobacteria-Sorangium_cellulosum_So_ce56.G1.162455096
Bacteria.Actinobacteria-Conexibacter.G1.284046498
Bacteria.FibrobacteresAcidobacteria-Holophaga.Gl.373486624
Bacteria.Proteobacteria-Methylobacterium.G1.220924736
Bacteria.Actinobacteria-Amycolicicoccus_subflavus_DQS3-9A1.G1.333919636
Bacteria.Proteobacteria-Rhodomicrobium.Gl.312113111
Bacteria.Proteobacteria-Mesorhizobium_loti_MAFF303099.G1.13470787
Bacteria.Proteobacteria-Acidiphilium_multivorum_AIU301.G1.326402622
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Figure 14. Picochlorum_SE3_000011F_consensus.g1255.t1
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